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Amendments to the Claims 
This listing of claims will replace all prior versions, And listings, of claims in the application: 

Listing Claims; 
1-12 (cancelled) 

13. (currently amended) An isolated oligonucleotid e, having IS to about 100 nucleotides, wfr erem ftff 
digo . nucleotide is designed for detecting a polymorphism in the tumor necrosis factor receptor 
superfatnily, member 1 A (TNFRSF1A) gene at a polymorphic site (PS) selected from the group 
consisting of PS1, PS4, PS12, PS14, PS15, PS17 and PS18, wherein the selected PS toe-has the 
position and alternative alleles shown in SEQ ID NO; 1 . and wherein the oligonucleotide sp ecifically 
hybridises to an allele of the selected pol ymorphic site. , or the com plement of ifae allele, or the 
M6Q J!ijdciitidj^pe,cifioallv hybridizes to a region of SEP ID NO: 1 located one to several nucleotides 
downstream of the selected polymorphic site, or to the complement of the reg ion. 



14, (currently amended) The isolated oligonucleotide of claim 13, which is an allele-specific oligonucleotide 
that specifically hybridizes to an allele of the 3 
polymorphic site. 



15. (currently amended) The allele-specific oligonucleotide of claim 14, which comprises a nucleotide 
sequence selected from the group consisting of SEQ ID NOS:4-10, the complements of SEQ ID 
NOS;4-10, and a sequence terminating in one of SEP ID NOS: 1 1-24. 



16. (original) The isolated oligonucleotide of claim 13, which is a primer^xtension oligonucleotide. 



17. (currently amended) The primer-extension oligonucleotide of claim 16 s which comprises a nucleotide 
sequence terminating in a seq uence selected from toe group consisting of SEQ ID NOS:25-38. 



1 8. (original) A kit for haplotyping or genotyping the tumor necrosis factor receptor superfamily, member 
1A (TNFRSF1A) gene of an individual, which comprises a set of oligonucleotides designed to 
haplorype or genotype each of polymorphic sites (PS) PS1, PS4, PS12, PS14, PS15, PS17 and PS1S, 
wherein the selected PS have the position and alternative alleles shown in SEQ ID NO:l. 
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1 9. (original) The kit of claim IS, which further comprises oligonucleotides designed to genotype each of 

PS2, PS3, PS5, PS6, PS7, PS8, PS9, PS10, PSU, PS 13 and PS16, having the location and alternative 
alleles shown in SEQ ID NO: 1 . 

20. (currently amended) An isolated polynucleotide comprising a nucleotide sequence selected from the 

group consisting of: 

(a) a first nucleotide sequence which e oa tp fises consists of a human t umor neorosis factor receptor 
superfamily, member 1 A (TNFRSFlA) isogene encoding a TNFRSFlA polypeptide wilh a 
domain capable of binding TNFa, wherein the TNFRSFlA isogene comprises nucleotides 2920- 
4210, 1 1417-12926, and 14634-16768 of a sequence selected from SEQ ID NOS:42-62„ 64-6S; 
and 

(b) a second nucleotide sequence whioh is ee mplcmontarv to t he complement of the first nucleotide 
sequence. 

21 . (original) The isolated polynucleotide of olaim 20, which is a DNA molecule and comprises both the 

first and second nucleotide sequences and further comprises expression regulatory elements operably 
linked to the first nucleotide sequence, 



22.-23 (canceled) 



24. (currently amended) An isolated fragment of a- tum o r n eef o ai fl - faet -o f ' rcoQptor roper - family ; m e a&er - l - A - 
fflNFRSF l AI ioogon o the first nuoelptide sequence of cJaimJZQ. wherein the fragment comprises at 
least IS contiguous n ucleotides hi one of the - regions of SEQ ID NOTl-sel s ot e d - fretn - auGlgotide^ 29 -39 
4210. 1 H 17 12926. or H 634-4&768of the first nucleotide sequence and wherein the at least IS 
contiguous nucleotides of the first nucleotide sequence ^ ajgrnent - oempris e s i iighideA. one or more 
polymorphisms selected from the group consisting of thymine at PS1, guanine at PS4, adenine at 
PS12, thymine at PS14, thymine at PS15, adenine at PS 17 and adenine at PS1 8, wherein the 
nucleotide positions in SEQ ID NQi t-of the polymorphisms in the fragment correspond to the 
following positions in SEP ID NO:l: a ^-3 102 for PS1, 3603 for PS4, 14824 for PS12, 15089 for 
PS14, 15093 for PS15, 15932 for PS17 and 16165 for PS1S, 



25. (currently amended) An isolated polynucleotide comprising a TNFRSFlA coding sequence_prjts 
complement wherein the coding sequence oe a apris es consists_oi. SEQ ID NO:2, except for being 

adenine at p eg fti o tV ' 365; ' a eytooine at poaitioa - 403; and aa. adenine at position 935. 
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26,-27. (canceled) 



28. (currently amended) An isolated fragment- 




wherein the 



fragment e^a^tgag-consistS-Of/a) at lea&t 15 contiguous n ucleotides of SEQ ID NO:2 &at includes* 
^B^me iphtgra ootoetod frora-the g r o up - consisting o f-adenine substituted at a position corresponding to 
nucleotide 935 of SEP ID NO:2. of (b~) t he com plement of fa>. in SEQ ID NQ.2. thwrnn e at positi on 




0244a-S E Q- ID NO:2 8 adenine a t poaMsa-363 in SEQ ID >?02, - wd oytoatoe at poQitioft403 in SE Q 
j^NO;2 ; 

29.-33. (canceled) 

34. (currently amended) A genome anthology for the tumor necrosis factor receptor superfianily, member 1 A 

(TNFRSF1A) gene which comprises two or more TNFRSF1A isogenes, wherein each seleeted 
isogene encodes a TNFRSF1A polypeptide witli a domain capable of binding TNFa and wherein each 
of - tko - sele e^H S Q geneshisQggag^oomprises nucleotides 292Q-4210, 11417-12926, and 14634-16768 of 
a sequence selected ftom SEQ ID NOS:42-68, 

35. (previously presented) The isolated polynucleotide of claim 20, wherein the isogene encodes a 

TNFR.SF1A polypeptide identical to SEQ ID NO:3 and wherein the isogene is selected from the group 
consisting of isogenes 1,2,3,4,5,6,7,10,11,12,13,15,16,18,20, 21,22, 23,24,25,26 and 27. 

36. (withdrawn) The isolated polynucleotide of claim 20, wherein the isogene is isogene 19, encoding a 

TNFRSF1A polypeptide identical to SEQ ID NO:3 except for having a lysine at amino acid position 



37. (wi1ndrawn)The isolated polynucleotide of claim 20, wherein the isogene is isogene 8 and encodes a 
TNFRSF1 A polypeptide identical to SEQ ID NO:3 except for having a glutamine at amino acid 
position 121. 

3S. (withdrawn) The isolated polynucleotide of claim 20, wherein the isogene is isogene 9 and encodes a 
TNFRSF1A polypeptide identical to SEQ ID NO:3 except for having a histidine at amino acid 
position 135. 




312. 
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39. (withdrawn)Th© isolated polynucleotide of claim 20, wherein the isogene is selected from isogenes 14 

and 17 and encodes a TNFRSF1A polypeptide identical to SEQ ID NO:3 except for having a leucine 
at amino acid position 75, 

40. (new) An isolated fragment which is the complement of the fragment of claim 24, 

41 . (new) An isolated double-stranded fragment consisting of the isolated fragment of claim 24 and its 

complement. 



42. (new) An isolated double-stranded fragment consisting of (a) at least 15 contiguous nucleotides of SEQ 

ID NO:2 that includes adenine substituted at a position corresponding to nucleotide 935 of SEQ ID 
NO:2 and (b) the complement of (a). 

43. (new) The kit of claim 18, wherein each oligonucleotide is at least 15 residues in length. 

44. (new) The Isolated polynucleotide of claim 20, wherein the TNFRSF1A isogene comprises nucleotides 
2920-4210, 11417-12926, and 14634-16768 of SEQ 10 NOS:43. 

45 (new) The genome anthology of claim 34, wherein at least one isogene comprises nucleotides 2920- 
4210, 1 1417-12926, and 14634-16768 of SEQ ID NO:43. 
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